Key indicators: single-crystal X-ray study; T = 293 K; mean (C-C) = 0.004 Å; disorder in main residue; R factor = 0.067; wR factor = 0.193; data-to-parameter ratio = 15.9.
In the risperidone cation of the title compound, C 23 H 28 FN 4 O 2 + ÁNO 3 À , the piperidine ring adopts a chair conformation and the tetrahydropyridine ring is disordered over two orientations in a 0.620 (11):0.380 (11) ratio. N-HÁ Á ÁO, C-HÁ Á ÁO and C-HÁ Á ÁF hydrogen bonds are present in the crystal structure.
Related literature
Risperidone is an antipsychotic agent belonging to a new chemical class of benzisoxazole derivatives, see: Callaghan et al. (1999); Tandon (2002) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). In the structure of (I), there is one risperidone cation and one NO 3 -anion in the asymmetric unit. The expected proton transfer from nitric acid to risperidone occurs at atom N2 of the piperidine ring. Consequently, atom N2 shows quaternary character and bears a positive charge. Compound (I) contains a piperidine ring, one end of which is connected to a pyridopyrimidine group via an ethyl bridge, while the other end is connected to an almost-planar fluorobenzisoxazole ring system. In the crystal structure of the title compound, an elaborate hydrogen-bond network is formed. Each NO 3 -, one amino group and one carbonyl group in the risperidone molecule are involved in the hydrogen-bond network (Table 1 , Fig. 2 ).
All of the reagents and solvents were purchased from either Aldrich and used without further purification. The compound was recrystallized from a solution in a mixture of methanol and water, with the pH adjusted to 5-6 using 0.1 mol/l HNO 3 , giving colourless crystals of (I) suitable for X-ray diffraction.
Refinement
The H2B was refined isotropically. H atoms bound to carbon were included in calculated positions and treated in the subsequent refinement as riding atoms, with C-H = 0.96 Å for methyl and 0.97 Å for others, U iso (H)=1.2U eq (C). The C19 and C20 atoms are disordered over two sites with refined occupancies of 0.620 (11) and 0.380 (11).
Figures Fig. 1 . The molecular structure of the title molecule, with the atom-numbering scheme. Displacement ellipsoids are drawn at the 30% probability level. 
Crystal data Primary atom site location: structure-invariant direct methods Extinction correction: none supplementary materials sup-3
Special details
Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes. 
